
CP010526.1 AP019543.1 100 1440 0 0 59777 61216 1339336 1340775 0 2660
CP010526.1 AP019305.1 100 1440 0 0 59777 61216 713054 711615 0 2660
CP010526.1 CP094853.1 99.931 1440 1 0 59777 61216 2831410 2832849 0 2654

CP010526.1 AP019306.1 100 1440 0 0 59777 61216 710662 709223 0 2660
CP010526.1 LR027878.1 99.931 1440 1 0 59777 61216 2217308 2215869 0 2654
CP010526.1 CP030138.1 99.861 1440 2 0 59777 61216 2218849 2217410 0 2649

CP010526.1 AP019545.1 99.931 1440 0 1 59777 61216 1336403 1337841 0 2652

CP010526.1 CP029198.1 100 1440 0 0 59777 61216 2182632 2181193 0 2660
CP010526.1 LR027869.1 100 1440 0 0 59777 61216 1880650 1882089 0 2660
CP010526.1 LR027869.1 100 1440 0 0 59777 61216 2104915 2103476 0 2660
CP010526.1 CP005288.1 99.931 1440 1 0 59777 61216 2267126 2265687 0 2654

CP010526.1 CP121204.1 100 1440 0 0 59777 61216 2678291 2676852 0 2660
CP010526.1 CP012015.1 99.931 1440 1 0 59777 61216 2272837 2271398 0 2654
CP010526.1 CP012018.1 99.931 1440 1 0 59777 61216 2271810 2270371 0 2654

CP010526.1 CP013957.1 99.931 1440 1 0 59777 61216 2253446 2252007 0 2654
CP010526.1 CP127019.1 99.931 1440 1 0 59777 61216 2260560 2259121 0 2654
CP010526.1 CP018629.1 99.931 1440 1 0 59777 61216 2226240 2224801 0 2654

CP010526.1 CP015447.2 100 1440 0 0 59777 61216 2207641 2206202 0 2660
CP010526.1 CP113018.1 99.931 1440 1 0 59777 61216 1176254 1177693 0 2654
CP010526.1 CP027788.1 99.931 1440 1 0 59777 61216 2212481 2211042 0 2654

CP010526.1 CP041010.1 100 1440 0 0 59777 61216 1422295 1420856 0 2660
CP010526.1 CP064389.1 100 1440 0 0 59777 61216 1092867 1094306 0 2660

CP010526.1 LR027874.1 100 1440 0 0 59777 61216 2168409 2166970 0 2660
CP010526.1 CP012013.1 99.931 1440 1 0 59777 61216 2280960 2279521 0 2654
CP010526.1 CP113005.1 99.93 1438 1 0 59777 61214 1656040 1654603 0 2651



CP010526.1 CP113009.1 99.931 1440 1 0 59777 61216 1827383 1825944 0 2654

CP010526.1 CP094855.1 99.931 1440 1 0 59777 61216 2879695 2881134 0 2654
CP010526.1 CP113007.1 99.931 1440 1 0 59777 61216 1155220 1156659 0 2654
CP010526.1 CP113032.1 99.931 1440 1 0 59777 61216 2165755 2164316 0 2654

CP010526.1 CP009681.1 99.931 1440 1 0 59777 61216 2329485 2328046 0 2654
CP010526.1 CP012011.1 99.931 1440 1 0 59777 61216 2329796 2328357 0 2654
CP010526.1 CP127021.1 99.931 1440 1 0 59777 61216 2212199 2210760 0 2654

CP010526.1 CP127024.1 99.931 1440 1 0 59777 61216 2214982 2213543 0 2654
CP010526.1 CP113015.1 99.931 1440 1 0 59777 61216 2869593 2868154 0 2654
CP010526.1 LR130515.1 99.931 1440 1 0 59777 61216 2216046 2214607 0 2654

CP010526.1 CP058312.1 100 1440 0 0 59777 61216 1198334 1199773 0 2660
CP010526.1 LR822060.1 99.931 1440 1 0 59777 61216 2898249 2899688 0 2654
CP010526.1 LR822061.1 99.931 1440 1 0 59777 61216 2899584 2901023 0 2654



Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain V521 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3085555 CP013957.1
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-009_371M chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3093943 CP127019.1
Staphylococcus aureus strain MRSA107 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3095697 CP018629.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus TUM9463 DNA, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 3066291 AP019306.1
Staphylococcus aureus strain BPH2003 genome assembly, chromosome: 1Staphylococcus aureus 2654 2654 100% 0 99.93 3051056 LR027878.1
Staphylococcus aureus strain M48 chromosome, complete genomeStaphylococcus aureus 2649 2649 100% 0 99.86 3050015 CP030138.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-048_8421A chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3048293 CP127024.1
Staphylococcus aureus strain Zed chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3048932 CP113015.1
Staphylococcus aureus strain BPH2947 genome assembly, chromosome: 1Staphylococcus aureus 2654 2654 100% 0 99.93 3049602 LR130515.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus subsp. aureus strain Gv69, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3046210 CP009681.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP013957.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU7YY24N11N
https://www.ncbi.nlm.nih.gov/nucleotide/CP127019.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU7YY24N11N
https://www.ncbi.nlm.nih.gov/nucleotide/CP018629.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU7YY24N11N
https://www.ncbi.nlm.nih.gov/nucleotide/AP019306.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU83RHG7114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027878.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU83RHG7114
https://www.ncbi.nlm.nih.gov/nucleotide/CP030138.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU83RHG7114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127024.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8569XD114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113015.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8569XD114
https://www.ncbi.nlm.nih.gov/nucleotide/LR130515.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU8569XD114
https://www.ncbi.nlm.nih.gov/nucleotide/CP009681.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU86ZNTN114


Staphylococcus aureus strain HC1340 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3046545 CP012011.1
Staphylococcus aureus strain CC239-MRSA-III(var.) isolate Trinidad&Tobago_2020-021_7037M chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3046963 CP127021.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain M92 chromosome, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 3038845 CP015447.2
Staphylococcus aureus strain Taliyah chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3043269 CP113018.1
Staphylococcus aureus strain CMRSA-6 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3044721 CP027788.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain NY2491 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3011345 CP094855.1
Staphylococcus aureus strain Ryze chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3019690 CP113007.1
Staphylococcus aureus strain Akali chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 3022586 CP113032.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain BPH2056 genome assembly, chromosome: 1Staphylococcus aureus 2660 2660 100% 0 100 2999728 LR027874.1
Staphylococcus aureus strain Be62 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 2998480 CP012013.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP012011.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU86ZNTN114
https://www.ncbi.nlm.nih.gov/nucleotide/CP127021.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU86ZNTN114
https://www.ncbi.nlm.nih.gov/nucleotide/CP015447.2?report=genbank&log$=nucltop&blast_rank=1&RID=GU88C9FY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113018.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU88C9FY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP027788.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU88C9FY114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094855.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU89MBPV114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113007.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU89MBPV114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113032.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU89MBPV114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027874.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8B07K4114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012013.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8B07K4114


Staphylococcus aureus strain Galio chromosome, complete genomeStaphylococcus aureus 2651 2651 99% 0 99.93 3009874 CP113005.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain SA0907 chromosome, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2981436 CP121204.1
Staphylococcus aureus strain Gv51 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 2987124 CP012015.1
Staphylococcus aureus strain Gv88 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 2988028 CP012018.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain aureus chromosome, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2978977 CP029198.1
Staphylococcus aureus isolate BPH2869 genome assembly, chromosome: 1Staphylococcus aureus 2660 5320 100% 0 100 2980212 LR027869.1
Staphylococcus aureus strain Bmb9393 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 2980548 CP005288.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain Orianna chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 2978718 CP113009.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP113005.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU8B07K4114
https://www.ncbi.nlm.nih.gov/nucleotide/CP121204.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8CEC62114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012015.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8CEC62114
https://www.ncbi.nlm.nih.gov/nucleotide/CP012018.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU8CEC62114
https://www.ncbi.nlm.nih.gov/nucleotide/CP029198.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8DZWNU114
https://www.ncbi.nlm.nih.gov/nucleotide/LR027869.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8DZWNU114
https://www.ncbi.nlm.nih.gov/nucleotide/CP005288.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU8DZWNU114
https://www.ncbi.nlm.nih.gov/nucleotide/CP113009.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8F9TXN114


Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain BLR-DV chromosome, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2969706 CP058312.1
Staphylococcus aureus isolate P3.1 genome assembly, chromosome: 1Staphylococcus aureus 2654 2654 100% 0 99.93 2971047 LR822060.1
Staphylococcus aureus isolate HU-14 genome assembly, chromosome: 1Staphylococcus aureus 2654 2654 100% 0 99.93 2972382 LR822061.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus strain FDAARGOS_766 chromosome, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2964112 CP041010.1
Staphylococcus aureus strain PartE-Saureus-RM8376 chromosome, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2964115 CP064389.1

Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus KG-18 DNA, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2963149 AP019543.1
Staphylococcus aureus TUM9458 DNA, complete genomeStaphylococcus aureus 2660 2660 100% 0 100 2963259 AP019305.1
Staphylococcus aureus strain NY2010 chromosome, complete genomeStaphylococcus aureus 2654 2654 100% 0 99.93 2963184 CP094853.1

https://www.ncbi.nlm.nih.gov/nucleotide/CP058312.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8GMF10114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822060.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8GMF10114
https://www.ncbi.nlm.nih.gov/nucleotide/LR822061.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU8GMF10114
https://www.ncbi.nlm.nih.gov/nucleotide/CP041010.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8HUPFF114
https://www.ncbi.nlm.nih.gov/nucleotide/CP064389.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8HUPFF114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019543.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8K0P7B114
https://www.ncbi.nlm.nih.gov/nucleotide/AP019305.1?report=genbank&log$=nucltop&blast_rank=2&RID=GU8K0P7B114
https://www.ncbi.nlm.nih.gov/nucleotide/CP094853.1?report=genbank&log$=nucltop&blast_rank=3&RID=GU8K0P7B114


Description Scientific Name Max Score Total Score Query Cover E value Per. ident Acc. Len Accession
Staphylococcus aureus KG-22 DNA, complete genomeStaphylococcus aureus 2652 2652 100% 0 99.93 2961166 AP019545.1

https://www.ncbi.nlm.nih.gov/nucleotide/AP019545.1?report=genbank&log$=nucltop&blast_rank=1&RID=GU8NFVXW114

